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My sabbatical leave of Spring 2009 was approved based on my plan to conduct research in the
area of statistical genetics and build connection with other research institutes.

| spent part of my time staying in MTU to continue work on NIH sponsored research projects
with other members in the department of Mathematical Sciences. One paper has been
accepted during this period, and the other two papers are in the final stage of writing. All the
three papers are in the field of statistical genetics. In addition, three articles that | worked
together with Xiaogi Cui, a Ph D. student under my supervision, were submitted to conference
and got accepted. They will be presented in the annual meetings of American Statistical
Association, American Society of Human Genetics and International Genetic Epidemiology
Society. Xiaogi Cui is expected to defend her thesis in the end of 2009 Fall semester. |also
continue to supervise and answer questions from Sapna Kumari, another PhD. Student in the
Department of Mathematical Sciences.

| also took part of my sabbatical leave time visiting various places both in Taiwan and in the
United States. | spent one month in a trip to Taiwan. | also visited National Institutes of Health
(NIH) and National Cancer Institute in U.S. during my leave. | met with some of their scientists
and statistician, and | found opportunities to start collaboration with them.
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